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See list; total 113 senmi nars etc.

sem nars
Pre-1985:
1985:
March 15;
March 29;
April 1;
April 2;
April 10;
April 16;
April 24;
May 20;
Sept 26;
Cct 2
Ct 7
Nov 9 ;
Nov. 29;
Dec. 19;
1986;
Feb. 25;
March 19;
April 19;
May 6;
May 23;
June 21;
July 31;
Aug. 28;
1987;
Jan- Mar ;

Trinity Hall College, Canbridge, (6 th. forners)
Statistical questions on a Newfoundl and genetic isol ate.
Annual Mathenmatical Genetics Meeting, Canbridge.
Sufficiency and joint |ikelihood for geneal ogi cal inference.
Department of Statistics, University of Washington.
The E-M algorthmin statistical genetics.
Popul ati on genetics sem nar, Univ. WAshington.
Pedi gree anal ysis in a Newfoundl and genetic isolate.
Bi ol ogy Departnent Sem nar; UCSD.
Pedi gree anal ysis in a Newfoundl and genetic isolate.
Popul ati on Bi ol ogy G oup, UCSD
The how and why of conputations on pedi grees.
Quantitative Sciences Senm nar, UCSD
Patterns of gene identity by descent for nmultiple genes.
Soci al ant hropol ogy group sem nar, Canbridge.
The historical mgrations of the Faroese.
Popul ation Genet. Semi nar, University of Al berta; Pedigree conputation
The how and why of comnputations on pedi grees.
Medi cal Genetics; Dept. Biophysics; Univ. Uah
The EM al gorithm and |inkage information
Genetics Analysis IV Wrkshop; Snowbird, Utah
Ordering loci by haplotype scoring.
Mat hemati cs Junior Master Cass; Trinity Hall, Canbridge.
Ideas in probability and statistics.
Joint Bath/Bristol Probability and Statistics Sem nar
Uni versity of Bristol.
The E-M algorthmin statistical genetics.
Statistics Dept., Rothanstead.
Li kel i hood anal ysis of a nmodel of DNA evol ution

Popul ati on Genetics sem nar; Univ. V.
Gene extinction on defined pedigrees.
CGenetics Departnent semnar; Univ. WA.
CGeneal ogi cal reconstruction; problens and mnet hods.
Hereditary Di sease Foundati on Wrkshop; Stanford.
Invited participant; Huntingdon' s Di sease Sem nar
Popul ati on Genetics sem nar; Univ. Wa.
Effects of assortative mating in a finite popul ation
Medi cal Genetics seninar; Univ. W
Strategies for sanpling |arge pedigrees in genetic epidem ol ogy.
AAZPA wor kshop and software seminar, Creighton University, Onmaha.
Invited paper; Variability of descent and | oss of alleles.
I nternational Biometric Conference
Contri buted paper; geneal ogy reconstruction and inference.
ASA; invited paper
Partial and conditional |ikelihoods in pedigree analysis.

Ni ne sem nars on pedi gree analysis (O ass 592b)
I ntroduction to pedigree analysis
CGene identity and the specification of relationships
Estimation of relationships and the reconstruction of geneal ogi es
Conput ati on of probabilities on conpl ex pedi grees
Ancestral inferences and the genes of the Tristan da Cunhans
Gene extinction and the Przewal ski horse pedigree
Genetic nodels and the ains of genetic epideni ol ogy
Introduction to |inkage anal ysis
Sanpl i ng consi derations in pedigree analysis.
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Feb. 24; Popul ati on genetics senm nar; Univ. WA.
Making a |inkage map with rultipoint |inkage data.

April 3; Mathematical Genetics Meeting (Sussex, UK)
Li kel i hood and crossover counts in multipoint |inkage anal ysis.

May 26; Popul ati on genetics sem nar; Univ. WA.
EM al gorithm for pedigree analysis of quantitative traits

June 22; American Society of Naturalists; Bozeman, Mntana
Extinction of genes and survival of genomes in genetic isolates.

June 24; Society for Conservation Biol ogy; Bozeman, Montana
Survival of genes in prolonged bottl eneck; exanple of the
equus przewal skii pedigree.

Aug 11; NSF Maths Study Wor kshop, University of Utah.
Group theory and gene identity.

Aug 19; NATO AMS Study Institute, University of Montreal
Gene identity and genone extinction; two practical applications
of group theory.

Sept 17; AAZPA Przewal ski Horse SSP neeting, Portland.
Cene survival in the Przewal ski Horse

Sept 22; Dept. Epidem ology and Biostatistics, University of Montreal
Ancestral paths of genes; inference and prediction

Sept 25; SOREP Intnl Synp. on Genetic Epidem ol ogy of Isolates.
Ancestral paths of genes; inference and prediction

Nov 10; Popul ation genetics and Evolution sem nar, University of Washington.
Esti mati ng geneal ogi cal rel ationshi ps.

Nov 16,18; Two classes in S516; Applied Stochastic Processes
1) The branching process for an X-linked | ethal recessive.
2) The Ewens anal ysis of the Wight-Fisher nodel, with nutation

1988:
Feb 20; Department of Human Cenetics, University of Utah
Mul tilocus kinship: inplications for |inkage analysis
for recessive di seases.
Feb 27; Genetic Epideniol ogy, Dept. Medical Informatics, University of Uah
CGene identity at two and three loci; inplications for |inkage
anal ysi s.
April 5; Popul ation CGenetics Sem nar, Univ. WA.,
Patterns of multilocus kinship in pedigrees.
May 24; History seminar; Dept Stat; Univ. V.,
Sewal | Wight DI Dinvent the analysis of variance.
June 8; Jackson Laboratories, Bar Habor; Linkage conference;
Crossover counts, and ordering of |oci
June 17: WNAR, Bionetric Society; Honol ulu, Hawaii
Mul til ocus kinship in pedigrees.
Sept 12; Cenetics Laboratory, Oxford University, England.
Li nkage anal ysi s wor kshop
Cct 6; Convergent questions in denography and genetics, University of M chigan
From hi story to genes; fromgenes to history.
Cct 12; Anerican Society of Human geneti cs;
Sunmary of GAWS papers on ascertai nnent and segregation anal ysis
Cct 13; Anerican Society of Human geneti cs;
Ancestry of rare recessive lethals in a genetic isolate.
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Nov 4; PNWSM UBC, Vancouver.
From history to genes; fromgenes to history;
via likelihood inference.
Dec 6; Popul ation Genetics Semnar, Univ. WA.,
Ancestry of recessive lethals in the Hutterites.
Dec 20; CALPEG Asilomar, CA
Pedigree identifiability and gene identity.

1989;
Mar 2: Stat/Biostat joint departments semi nar

From history to genes; fromgenes to history;

via likelihood inference.

Mar 29; Informal Stat Foundati ons semi nar

Fi sher and Fiducial Probability.
Apr 6; AAPA annual neetings, San Di ego.

I nvited workshop paper (Mrgan & Thonpson)

Ancestry of recessive lethals in the Hutterites.
Apr 26; Informal Stat. Foundati ons sem nar

More on fiducial probability; Barnard s papers.
May 22; Departnent of Statistics, University of Chicago

Estimation of relationship; New data types; New nodel s.
June 6; Popul ation Genetics Seminar, Univ. V.,

Fi sher’s theory of Junctions.
June 27; Davis; WNAR

Fi sher’s theory of Junctions, and nol ecul ar bi ol ogy.
Aug 18; Cenetical Statistics Series, Univ. V.,

Geneal ogi cal analysis in conservation biol ogy.
Nov ??; GCenetical Statistics Series, Univ. WA

Renwi ck and the Bayesi an approach to |inkage anal ysis.
Nov 23; Species conservati on workshop, Front Roya

Gene survival and genone survival in conplex pedigrees
Dec 5; Popul ation Genetics Sem nar, Univ. V.,

Rare variants in Anerindian tribes.

1990;
Jan 31; Local ASA Chapter neeting.

R A Fisher’s contributions to Popul ati on Genetics.
Feb 20; Popul ation Genetics Semnar, Univ. Wa.,

Conput ati on of I|ikelihoods of conplex nbdels for quantitative traits.
May 9; Dept. Biological Sciences & CTAG Rutgers University,

Survi val of genomes and rel ationship estinmation from DNA fingerprint

data; two novel issues in Conservation Biology.

May 11; Dept. Psychiatry, Washington Univ., St. Louis,

Large pedi grees, conplex nodels, and the computation of |ikelihoods.
May 21; Dept. Statistics, UC Berkel ey,

Monte Carl o approaches to the eval uation of conplex |ikelihoods.
May 29; Popul ation Genetics Semnar, Univ. WA.,

G bbs’ sanpler on pedigrees, and the evaluation of |ikelihoods on

conpl ex pedi grees for conpl ex genetic nodels.
July 2; International Bionetric Conference, invited talk, plenary session
Budapest, Hungary.

R A Fisher’s contributions to Statistical Genetics.
Cct ober 10; Cenetical Statistics Semnar, Univ. WA.,

Sex and si bshi p-size; questions of ascertai nnent bias of Galton (1904)
Cct ober 18; Graph senminar, Dept Statistics, Univ. Washington

Rel ati onshi ps between i nage anal ysis, expert systens and pedigree

anal ysis; the pedigree analysis version
Noverber 23; Dept Mathenmatics and Statistics, Sinon Fraser University
Monte Carlo methods for |inkage and segregati on anal ysis.

1991:
Jan 17; "Fisher Sem nar", Dept Statistics, UW
R A. Fisher's contributions to Statistical Cenetics.
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Feb 17; Bayesian Conputation Workshop; Col unrbus, OChio.
Stochastic simulation for conpl ex genetic anal yses.
March 8; "Fisher seminar", Dept Statistics, UW
R A. Fi sher and significance testing.
March 25; Invited talk; ENAR Spring Meeting; Houston, Texas.
Monte Carl o methods for segregation and |inkage anal ysis.
March 25; Popul ation Genetics Center, Houston, Texas.
Panel on l|inage and segregation anal ysis.
March 27; Statistical CGenetics sem nar; UW
Segregation anal ysis; past, present and future.
April 11; Women in Science sem nar series, University of M chigan
Monte Carl o nmethods for segregation and |inkage anal ysis.
April 17; Statistical Genetics semnar; UW
Sequential sanpling and ascertai nnent in pedigree analysis.
April 22; Mol ecul ar Computati on Wrkshop, Seattle; invited speaker
Monte Carl o nethods for |ikelihood estimation for conplex nodels
April 24; Interface Conference, Seattle; invited speaker
Probabilities on conmpl ex pedi grees; a G bbs sanpl er approach
June 3; Departnent of Statistics, UW
Monte Carlo nethods for probabilities on conpl ex pedigrees.
June 25; | MA summer research workshop in Mathematcal Biology; invited speaker.
Model s and i nference for conplex genetic traits.
July 1; I M Special Invited Paper; Western Regional Meetings, Santa Barbara.
Resol vi ng conpl ex genetic traits via the G bbs sanpler and the EM al gorithm
August 19; Joint Statistical Meetings, Atlanta Georgi a.
Statistical Genetics session organi zer and di scussant.
Sept enber 27; Research Day, Dept. Statistics, Univ. Washi ngton
New opportunities or the application of statistics in genetic epidem ol ogy.
Cctober 30; Statistical genetics group senminar, U  Washi ngton.
Di scussion of use of DNA data in forensic work; some statistical issues
Noverber 6; Departnent of Genetics, Univesity of Georgia, Athens, GA
Rel ati onships fromnultil ocus DNA fingerprints: a problem of binary
dependent dat a.
Noverber 6; Popul ati on genetics evening senminar, University Georgia,
CGenetics inportance and conservation of genones in managed popul ations
Novenber 7; Research Triangle area joint evening popul ati on genetics meeting.
Estimation of relationship fromDNA fingerprints; a problemof genetic
managenent in the California Condor.
Novenber 8; Departnment of Statistics, North Carolina State University.
Resol ving conpl ex genetic traits via the G bbs sampler and the EM
al gorithm
Noverber 18; Invited participant; Banbury Conderence; Cold Spring Harbor
Conpl ex segregation analysis for psychiatric disprders.
Decenmber 11; Royal Statistical Society Discussion Paper, London. (with C. GCeyer)
Constrai ned Monte Carl o maxi num |i kel ihood for dependent data.

1992:
January 11; Keynote apeaker, ©Mathematical and Mol ecul ar Bi ol ogy synposi um
CTAG Rutgers University.
Estimating rel ati onshi ps: From behaviour, to genes, to DNA
January 27; NHLBI expert panel one day neeting
Met hodol ogy and resources; sanpling and design
February 4; Departnent fo Statistics, Yale University
Constrained Monte Carl o Likelihood Anal ysis;
Application to analysis of the California DNA fingerprint data
February 11; Dept. Biostatistics, University of Rochester
Monte Carl o approach to the anal ysis of conplex genetic traits
February 28; Guest Lecture in class on Evolution and Ecol ogy, Rutgers
CGene identity, conplex relationships, and Canadi an Hutterites
March 3; Women's Sci ence Program Dougl ass Coll ege, Rutgers University.
Pedi grees, California condors and Canadian Hutterites
March 4; Departnent of Statistics, Rutgers University,
Monte Carl o Likelihood Analysis and California Condors
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March 18-19; Dept of Psychiatry, Washington University, St. Louis.
Short course on Mone Carlo Methods in Genetic Analysis.
March 19-20; NHLBI expert panel; St Louis;
Met hodol ogy and resources subconmittee.
March 30; MSRI workshop in Ml ecul ar Biol ogy, Berkeley, CA
Monte Carlo methods in statistical genetics.
April 30; GCenetic Epidem ol ogy workshop; N H Bethesda;
Monte Carlo nmethods in statistical genetics.
May 14 ; Statistical CGenetics group, University of Washington
Monte Carlo EM and likelihood ratio evaluation for genetic nodels
July 14; NHLBI expert panel one day neeting
Fi nal report review
July 16; Statistical Genetics group, University of Washi ngton
Monte Carlo EM for the GAWB data
Sept 6-10; Book workshop, Boul der Col orado.
Sept 14; Pedigree Analysis Session organizer; EMS, Bath Engl and.
Sept 28; Department of Statistics, UN Research Day.
Mar kov chain Monte Carlo in the reconstruction of geneal ogi es.
Cct 15 ; Statistical Genetics Semnar, University of Washington;
Fi sher, Hal dane and the early days of |inkage anal ysis.
Dec 8; Human and Pl ant Genetics session organi zer; |BC, Ham|ton, New Zeal and

1993:
Jan 14; Statistical Genetics Seminar (part), University of Washington;
Li nkage analysis of Quantitative traits; Tanksley's tonmatoes.
Feb 11; Statistical Genetics Seninar (part)
Introduction to |inkage disequilibrium
March 4; USC Statistics Seni nar
Monte Carl o Likelihood Analysis for Two Genetic Probl emns.
March 24; Math Day, UW
Genes in pedigrees and reestablishing the Przewal ski Horse in Asia.
May 13; Biostat/Stat 111 |ecture.
Who's who? Are why it is inportant to an endangered speci es.
May 17; UW Statistics Sem nar
Monte Carl o Likelihood in M ssing-Data Problens.
May 28; NCHGR Workship on Statistical Methods in Gene Mappi ng
Monte Carl o nethods for the estimation of LOD score curve.
August 8; | M5 Workshop, Stanford University.
Monte Carl o Likelihood in Genetic Analysis.
August 17; International Congress of Genetics, Birnmi ngham England.
Monte Carlo methods for the estimation of genetic paraneters.

Sept enber 22; QERM Research Day, UW
Statistical aspects of conservation genetics.
Sept enber 23; STAT Research Day, UW
Fitting genetic nodels, and estimating pedigrees.
Sept enmber 30; Statistical genetics sem nar, UW
VWat is the m xed nodel ? A confusion of term nol ogy.
Novemrber 1; Statistics Dept sem nar
A history of Monte Carlo in Pedigree Analysis; 1925-1989.
Novenber 18; Departnent of Biostatistics, University of M chigan
Monte Carl o Likelihood in genetic analysis.
Decenmber 8; Royal Society Meeting, London,
Monte Carl o Likelihood in the genetic analysis of conplex traits.

1994:
January 6; Statistical genetics semnar, UW
Mar kov chain Monte Carlo methods for the m xed nodel .
January 20; Department of Statistics, University of M nnesota.
Monte Carlo likelihood in the genetic analysis of conplex traits.
January 21; Departnent of Ecol ogy and Evol utionary Biol ogy, Univ. M nnesot a.
Rel ati onshi ps fromgenetic data; Birds, Plants and Mamal s.
March 10; NI AAA neeting, Bethesda, MD.
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Monte Carl o estinmation of LOD scores.
April 28; Statistical genetics semnar, UW

Mul til ocus honpzygosity mappi ng and autozygosity probabilities.
May 9; Statistical Society of Canada, Banff, Al berta.

Monte Carlo Likelihood in the Genetic Epidem ol ogy of Conplex Traits.
May 16-20; \Wageni ngen Agricultural University, Netherl ands.

A one week course in Monte Carl o Methods in Genetics Anal ysis.
June 18; Interface Meeting, North Carolina

Monte Carl o Estinmation of autozygosity patterns.
June 24; | Ms/Bernoulli Society meeting Chapel H I, NC

Monte Carlo likelihood in genetic analysis.
August 18; Annual Statistics Joint Meetings, Toronto.

The R A. Fisher Lecture:

Li kel i hood and |inkage, fromFisher to the future.

Oct 27; Biostatistics Department, University of M chigan

Monte Carlo linkage likelihoods using multilocus gene identity

probabilities.

Nov 22; Statistics Department, Northwestern University.

Monte Carlo estimati on of probabilities on conplex pedigrees.
Dec 9; Statistics Departnment, University of M chigan

Monte Carlo estimati on of probabilities on conplex pedigrees.
Dec 20; Statistical Genetics Goup, University of M chigan

How many private pol ynorphisns in the Anerindi an popul ation?

1995:
Jan 11; Rockefeller University, NY
Monte Carlo likelihood in the genetic analysis of conplex traits.
Jan 14; PMVB, Napa, CA
A general nodel for dependent binary data.
Jan 27; NCHGR, Washington DC
Monte Carlo likelihood in the genetic analysis of conplex traits.
Feb 6; DI MACS neeting, Princeton University.
An aut ol ogi stic nodel for ordering |oci.
Feb 15; Gordon Conference, Ventura CA
Monte Carlo likelihood in the genetic analysis of conplex traits.
Feb 22; Evolution class, Rutgers University.
Human evol ution; genetic diversity within Anerind
Feb 24 ; Departnent of Mathematics, U. Del aware.
Monte Carl o on conpl ex pedi grees.
March 1; Biodiversity seminar, Rutgers University.
Variation in the Anerindian popul ation; inplications for biodiversity.
March 15; dinical Genetics Society Annual Meeting, Renw ck Synposium London
Li nkage detection via multilocus gene identity in sets of affected
rel atives.
March 16; Linkage synposium Galton Laboratory, London
Locus ordering; the m ssing data problem
March 17; Linkage and Phyl ogeni es neeting, Hinxton Hall, Canbridge.
Condi tional independence structure in binary data;
| ocus ordering and gene phyl ogeni es.
March 22; Biostatistics, Fox Chase Cancer Center, Phil adel phia.
Monte Carl o nethods for genetic anal ysis.
May 11; Statistical CGenetics Goup, MG Il University.
Genone sharing in individuals related as hal f-sibs.
May 27-June 3; Cancer Research Center, Copenhagen
8 sessions in a course on Genetic Epideni ol ogy.
May 30: Statistics Department, University of Copenhagen
Monte Carlo on very |large and conpl ex pedi grees.
June 6; Biostatistics Department, MG Il University
Monte Carlo likelihood in genetic analysis. (half-day workshop)
August 17; Environnmental Sciences, Giffith University, Brisbane, Australia.
Monte Carlo estimati on of probabilities on |arge pedigrees.
August 21; Animal GCenetics Departnent, University of New England, Arm dale
Monte Carl o nethods in genetic analysis.

an popul ati ons.
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August 29; Departnent of Statistics, University of Adel aide, Australia.
Monte Carlo likelihood in genetic analysis. (half-day workshop)

August 30; Australian Statistical Society, South Australia section.
Monte Carl o estinmation of probabilities on |arge pedigrees.

Septenmber 7; Statistics Departnent, Australian National University, Canberra.
Monte Carlo estimation on | arge and conpl ex pedi grees.

Septenber 11; Statistics Departnent, University of Auckl and, New Zeal and.
Monte Carlo likelihood in genetic |inkage anal ysis.

Decenmber 16; EU Conference on "Genetic Mapping of Disease Genes." xford, WK
Conditional gene identity in affected individuals.

1996:
April 15; Statistics Department, University of Washi ngton.
Inferences fromthe distribution of variant alleles in human popul ati ons
April 22,24, Mat heneti cal Bi ol ogy Training Program UW (2 | ectures)
CGenes from History, or History from Genes?
April 26; Washi ngton Defender Conference, Wnthrop, WA
Statistical issues in forensic DNA evidence.
May 25; Programin Mathematics and Mol ecul ar Bi ol ogy, Yountville, CA
Segregati on patterns and genone shari ng.
Aug 5; Joint Statistical Metings, Chicago.
Neyman Lect ure.
Inferring gene descent and ancestry; conplicated but not uninteresting.
Aug 28; Bernoulli Society Wirld Congress, Vienna, Austria
Special Invited |lecture.
Estimation of gene identity and i nference of gene ancestry.
Sept 24; UWDept Statistics Research Day
Is she ny half-sister or nmy aunt?
Cct 8; UW Statistical Genetics sem nar
Monte Carlo in Genetic Analysis
Cct 26; Departnment of Mathematics, University of Portland.
Estimation of gene identity and i nference of gene ancestry.

1997:
Feb 25; UW Statistical CGenetics sem nar
RAPDs and their use as genetic markers.
Mar 5; UW COMBI semni nar
Probabilities of multilocus gene descent patterns on conpl ex pedi grees.

April 15, ASA, Puget Sound Chapter Meeting

Quantifying the wei ght of DNA evidence.
April 30; UWStatistics Dept, Math Genetics group

Monte Carlo likelihood computations on pedigrees.
May 10; PMVB Cool font retreat (joint with Sinon Heath)

Sanpl i ng based approaches to nultipoint |inkage anal ysis
May 13; Statistical Genetics Seminar, UW (joint with Warwi ck Daw)

Sel ective sanpling for genetic analysis of discrete traits.
June 23; Invited talk; SIAM Statistical Genetics Wrkshop; Seattle.

CGene identity in individuals affected for conplex traits.
Aug 27 ; Invited talk; International Statistical Institute, |stanbul.

CGene identity in the analysis of conplex traits.
Oct 28; Statistical Genetics Sem nar, UW

When is |inkage anal ysis "non-paranetric"
Dec 10; Invited speaker, N GV5 Wrkshop, Washi ngton DC.
Theoretical perspectives: sampling designs, genetic scale,
and | ocus specificity.

1998:
Jan 9; Mathematical Cenetics Discussion Goup, Statistics, UW
Monte Carl o pedi gree sanplers, and problens of irreducibility.
Mar 28: PNWWB Meeting, Friday Harbor
Real izing the ancestry of a rare allele, and why we want to.
Apr 2; Biostatistics Departnment, Harvard School of Public Health.
Conput at i onal paradigns for pedigree analysis
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Statistical CGenetics Sem nar

Realizing the history of an allele: inplications for disequilibrium

Apr 10;

May 3-5;

May 6-7;
May 10-1
June 22;
June 25;
June 30;
July 1;
Sept 18;
1999:

March 15

March 23

March 25

April 23
May 3;

May 10;

May 21;

July 19-

Aug 9;
Aug 16;

Sep §;

Sep 27;

Cct 15;

Dec 12;

mappi ng.
Mat hemati cal Genetics Di scussion G oup, Statistics, UW
Monte Carlo estimati on of conditional probabilities of genone
shari ng.
SW Madi son Wsconsin (1 plenary |ecture; 1 other)
Monte Carlo estimati on of conditional probabilities of genone
sharing on | arge conpl ex pedi grees.
Real i zing the ancestry of a rare allele, and why we want to.
Department of Biostatistics, University of M chigan
Conput ati on of |ikelihoods for |inkage detection on conpl ex pedi grees.
6; CRM wor kshop, Universite’ d' Montre’al (6 hours)
Conput ati onal approaches to |ikelihoods on pedigrees
Pur due Synposi um
VWhat is mssing in nodern |inkage |ikelihood conputations?
BWF Wor kshop, Berkeley California
St ochastic nodel s for neiosis.
WNAR Contri buted paper; San Diego California (w Jinko G ahan)
Fine scale disequilibriumnapping fromrealized allelic ancestri es.
PMVB Short Course; 3 hour session
Stochastic nodel s and statistical analysis of descent of DNA
i n pedigrees.
The Galton Institute, London, UK
Human Pedi grees and Human Genetics

-19; SEMSTAT, Ei ndhoven, Netherlands. 3 |lectures
MCMC for the analysis of genetic data on pedigrees.
;  Royal Statistical Society. London, UK
MCMC estimation of nultil ocus genone sharing and nultipoint gene |ocation scores
; HSSS Workshop, Lamm , Finland.
MCMC estimation of nultilocus genome sharing, including estimation
in the presence of interference
; PNWBM  Pul | man, Washi ngt on
MCMC estimation of multil ocus genone sharing and |inkage |ikelihoods
Statistics Departnent, NCSU
MCMC estimation of nmultil ocus genone sharing and |inkage |ikelihoods,
i ncludi ng estimation under interference
Geneti c Epi deni ol ogy, Johns Hopkins, Baltinore
MCMC estimation of multil ocus genone sharing and |inkage |ikelihoods,
i ncluding estimation under interference
ACMS col | ogi um University of Washington.
CGenes, relationships, and endangered species:
from California condors to Pacific Northwest sal non
23; NSF, CBMs Summer Short Course,
M chi gan Techni cal University, Houghton, M
Inferences from Genetic Data on Pedigrees. (15 hours)
IMS invited |l ecture at JSM Baltinore MD
The | atent structures of genetic analysis.
International Statistical Institute, Helsinki, Finland.
MCMC Li kel i hoods for Popul ati on Geneti cs.
Morton Synmposium St. Louis, MO
Li nkage Di sequili brium Mappi ng:
the role of population history, size and structure.
Research Day, Statistics, UW
Statistical Genetics at the University of Washington.
Invited lecture; International Society of Psychiatric Genetics,
Mont er ey, CA
Identity by descent in |linkage detection for conplex traits
CVMB Wnter neeting, Montreal, Quebec.
Identity by descent in the nmapping of conplex traits
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2000;
Feb 21; AAAS, Washi ngton DC
Human popul ation structure and evol ution
March 1; Genetics Departnent Seminar, Univ Washington
Li nkage anal ysis and genome sharing and anong rel atives.
March 22; ENAR Thene session |ecture.
A century of genetic |inkage analysis.
June 12-15; NCSU Summer Instutute; Mdule 12; Joint with Shili Lin
Monte Carlo Anal ysis of Genetic Data on Pedigrees (11 hours)
June 23; PMMB Berkel ey Sumer Short Course (2 |ectures)
Monte Carl o Likelihood for genetic anal yses.
Coal escents, phyl ogeni es, and disequilibrium mapping.
June 25; MSRI Workshop in Mat hematics and Ml ecul ar Bi ol ogy
Li nkage anal ysis; past, present and future.
Sept 11-15: European Sumer Short Course (Pavia Italy); 20 hours
Statistical Analysis of Genetic Data on Pedigrees.
Cct 14-17; Jackson Labs Shortcourse; Bar Harbor, Mine
Genetic mapping fromdata on pedigrees.
Nov 30; Reed Col |l ege, Portland, O egon
Probabilities on Pedigrees: Wat, How and Wy?

2001;
April 23: Statistics Department, UW
Probabilities on Pedigrees: \Wat, How and Wy?
May 14-18: European Short Course: Rotterdam
Statistical Analysis of Genetic Data on Pedi grees
June 6: NCSU Summer Instutute; one section of nodule 7
Basi cs of Probabilities on Pedigrees.
June 10; SSC/ WNAR Short Course: Vancouver BC
Statistical Analysis of Genetic Data on Pedi grees
Cct 3: COVMBI Sem nar, UW
Statistical Genetics neets Conputational Ml ecul ar Biol ogy
(or vice versa)
Dec 16: Workshop in Conputational Ml ecul ar Biology abd Statistical Genetics
Inferring gene locations fromgenetic data on related individuals

2002:
Jan 5-10: PMMB neeting Santa Fe
Statistical Genetics at UWand el sewhere. Wrkshop report.
April 6-8: EMGM 30, Sheffield, UK Special invited speaker
Estimating Multipoint LOD scores using Monte Carlo on pedigrees
April 26; Univ. ldaho; |BEST sem nar
Estimating Multipoint LOD scores using Monte Carlo on pedigrees
May 23; David Andrews Synposium Fileds Institute, Toronto
Estimating Multipoint LOD scores using Monte Carlo on pedigrees
June 12-14: NCSU Summer Instutute; nodule 13 (joint with Shili Lin)
I nferences from Genetic Data on Pedi grees.
July 24: 1BC Freiburg, Germany; contributed paper
Al l el e-sharing nmethods on | arge pedi grees.
Cct 11: Cocker ham Synposi um NCSU
Gene | BD and the mappi ng of conplex traits
Oct 21: Weldon Lecture, Oxford University, UK
Mappi ng conplex traits in the post-genone era
Nov 5: Cold Spring Harbor Synposium
Gene descent in pedigrees of inbred |ines
Nov 22: DI MACS neeting, Rutgers University
Genome sharing in small popul ations

2003:
Feb 5: Genetic Epidem ol ogy Meeting, Cberwol fach, Gernany
Detection of |inkage via genomc ibd inmputation
Feb 19: Popul ation Genetics G oup, NCSU
Gene ibd in structured popul ations
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Feb 26: Biostatistics Departnent, University of North Carolina, Chapel HIl,NC
Detecting |inkage for complex traits using pedi gree data:
a new approach to assessing significance
March 6: Statistical genetics group, Gaxo Snmith Kline, Research Triangle, NC
Detecting |linkage for conmplex traits using pedi gree data:
a new approach to assessing significance
March 21: 1SDS, Duke University, Durham NC
Monte Carl o Estimation of Likelihood Functions:
the exanpl e of multipoint |inkage | od scores.
April 21-22: University of lowa: Alen T. Craig Lectures
CGeneral talk: Linkage detection for conplex traits.
Speci al i st tal k:
Monte Carlo Estimation of Likelihood Functions:
the exanpl e of multipoint |inkage | od scores.
May 2: UW Sci ence forum
Mappi ng conplex traits in the post-genone era
May 16: UW Mat hgen group
Gene ibd in structured popul ati ons
July 16-18: Southern Summer Statistical Genetics Institute, Ml bourne, Australia
Pedi gree anal ysis nodul e (15 hours | ectures)
Aug 13-20: Invited presentation, 1SI, Berlin Germany
Li nkage detection for conplex traits
Sept 23: UW Wbrkshop on Statistical Genetics and Conputational Ml ecul ar Bi ol ogy. br
Li nkage detection for conplex traits.
Nov 3: Invited plenary talk; |IGES, Redondo Beach, CA
I nference of population structure from genetic data.
Dec 15: Invited Tal k: Science of Mdelling Meeting; Yokohama, Japan
Informati on from data on pedi gree structures.

2004:
Jan 21: Invited sem nar: UW COMBI semni nar
I nference of population structure from genetic data.
Feb 9: Invited sem nar, Departnent of Human Genetics, UCLA
Gene descent in pedigrees and the detection of |inkage.
Feb 12: Invited talk; MSRI Wrkshop on Genetics of conplex disease.
Information frominputed | BD on pedi gree structures.
Feb 27: UW ACMS seni nar
Estimation of relationships fromgenetic data.
Mar 22-25: MCMC Worshop, |MS, National University of Singapore
MCMC for the analysis of genetic data on pedigrees: Tutorial Session 1
MCMC for the analysis of genetic data on pedigrees: Tutorial Session 2
Pseudo- Bayes MCMC for the estimation of multipoint |inkage |ikelihoods
Apr 2: UW Medi cal Genetics Markey Sem nar
Gene descent in Pedigrees and the detection of |inkage
Apr 19-23: Buehler-Martin Lectures, Univ Mnnesota: 3 lectures
Estimation of relationships fromgenetic data
CGene descent in pedigrees and the detection of |inkage
Pseudo- Bayes MCMC for the estimation of multipoint |inkage |ikelihoods
May 4,6: UW Mat henatical Biology research semnar (two | ectures).
Estimation of relationships from genoni c data.
June 9-11: NCSU Sunmer Statistical Genetics Institute: 8 hours |ectures.
Modul e on MCMC on pedi grees (joint w Shili Lin)
July 11-16: IBC, Cairns Australia
Session on Cenetic Association Studies (Invited D scussant)
Aug 7-12: Banff Center workshop on Stochastic Processes in Evolution and Di sease
Geneal ogy and genonme sharing in diploid popul ations.

2005:

Jan 24: Dept seminar, Statistics UW
Fuzzy P-values and the detection of genetic |inkage

Feb 25: Mary Cartwight Lecture, London Mathematical Society (London, UK)
Rel at edness, genone sharing, and the detection of genes.

Apr 1: UW CGenone Center: O son Research G oup:
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Fuzzy P-val ues: testing hypotheses when variables are |atent.
Apr 14,16: UW Mathenmatical Biology research sem nar (two | ectures).
Fuzzy P-values: \Wat, Wy, and How.
Apr 19: Sobel Lecture, Dept Statistics, Univ. California Santa Barbara
Fuzzy p-values in the detection of genetic |inkage
May 17-20: NI HES course: Erasmus University, Rotterdam
Advanced Pedi gree Analysis: 18 hrs lectures; 6 hrs conputing | abs
May 25 . Biostat 111 Cl ass. HSB, UW
Estimating rel ationshi ps: Wat, Wy and How?
Sept 26 : UWDepartnent of Statistics: Research Day.
Fuzzy p-values and finding genes

Nov 21 : Third Biostatistics Synmposium Seattle: Keynote |ecture.
Uncertainty in inheritance: assessing evidence for |inkage
Dec 8 . Departnment of Biostatistics, University of M chigan

Uncertainty in inheritance and the detection of genetic |inkage

2006:

March 31: First Canadi an Genetic Epi dem ol ogy Workshop, Toronto
Fuzzy p-values in trait-nodel-free |inkage detection

April 3,4: Fields Institute Distinguished Lecturer in Statistical Science
Lecture 1: Latent Variables, Uncertainty and Evi dence.
Lecture 2: Uncertainty in inheritance and the inference of

genetic |inkage

April 21: UWGenone Center: O son Research G oup

The i nmpact of popul ation structure on genetic inferences

May 1: UW St atistics Departnment Sem nar
Uncertainty and evidence in |atent variable problens
May 5: UW Statistics: Mathematical CGenetics G oup

Uncertainty in inheritance and the estinmation of genetic |inkage.
May 8-12: Bahadur Lectures, University of Chicago
May 8: Monte Carlo likelihood inference in latent variable problens
May 11: Uncertainty and evidence in the face of unseen data
June 21-23: UW Sunmer Institute in Statistical CGenetics
Advanced Pedi gree Analysis: 2.5 day nmodule with Shili Lin
June 28: WNAR Meeting, Flagstaff, Arizona.
Li nkage disequilibriumin fam|y-based genetic mappi ng.
(Work with Audrey Fu.)
July 19: XXI'I'l 1 BC Meetings, Montreal, Quebec.
Fuzzy p-values and pernutation tests for genetic |inkage.
(Work with Yanming DI and Saonli Basu.)
Aug 1: Invited speaker, Wrkshop on Genetic Epideni ol ogy, Sheffield UK
Advances and challenges in the statistical analysis of data
on pedi grees.
Sept 19, and Sept 25: Genone Sciences Retreat and Statistics Research Day
Fuzzy p-values and pernutation tests for genetic |inkage.
Nov 15: Weir evening research di scussion group
Fi sher Lectures and the Isaac Newton Institute: a brief history of
I i nkage detection and |inkage estimation, up to 1953 and beyond.
Dec 4: Fisher XXVI1 Menorial Lecture, Canbridge, UK
1953: an unrecogni zed sumrit in hunan genetic |inkage anal ysis.
Dec 11: Rothschild Lecture, Isaac Newton Institute, Canbridge, UK
Uncertainty and evidence in |ikelihoods for genetic |inkage

2007:
Mar 2: UWDepartnment of Statistics, Student Recruiting Day
I nferences from unobservabl e vari abl es:
An exanpl e from genetic data on pedi grees.
Mar 23: Invited speaker, Al STATS Meeting, Puerto Rico.
Uncertainty and significance in testing for genetic |inkage.
May 8: Invited speaker, |ICM5 workshop on Genetic Epidm ol ogy, Edinburgh, UK
Assessing the significance of |inkage findings.
June 23: Invited speaker, Seattle Showcase Statistical Genetics Synposi um
Measuring uncertainty in inheritance



sem nars Tue Sep 08 12:03:44 2009 12

July 3: Keynote lecture, BIRS workshop, Banff, Canada
Rel ati onshi ps anobng and within popul ations
(work with Ari ndam RoyChoudhury)
(Al'so given as UW PopGen sem nar, June 12)
Aug 2: Joint Statistical Meetings, Salt Lake City, UT
Uncertainty in inheritance: P-values and confidence |evels
Cct 2: UWPopul ati on Genetics research sem nar
Inferring relationshi ps between 2 and anong 4 genones,
fromdense SNP marker data with |inkage disequilibrium
Dec 6: Invited speaker, Mcrosoft Research Meeting, Kirkland, WA
Probabilities on Pedigrees.

2008:
May 9: UW Popul ation Genetics research sem nar
Coancestry of individuals in popul ations:
I nferences from dense genom ¢ data
July 3: Invited Keynote Speaker, Australian Statistical Society Meetings, Ml bourne
Probabilities on the gene identity graph:
Conbi ni ng Pedi grees and Popul ations in the Genonic Data Era
July 14: 1naugural Tukey Lecturer, Bernoulli and IMS Society 7 th Wrld Congress, Singapore
Genone sharing anong rel ated individuals:
an approxi mate answer to the right question
Sept 12: Invited Speaker, Wrkshop for Chris Cannings on
Advances in Statistical Genetics and Mat hematical Biol ogy, Sheffield, UK
Conputing on the gene identity graph
Conbi ni ng Pedi grees and Popul ations in the Genonic Data Era
Cct 8: Invited talk, CSHL Synposium on Kinship, Ancestry and Society
Inferring identity-by-descent from genonic SNP data
in the absence of pedigree structure information
Cct 10: 2008 Krishnaiah Lecture, Department of Statistics, Penn State
Genetic variation and coancestry
Cct 24: UW Popgen di scussi on semni nar
Model s for identity by descent of chronosone segnents in popul ations
Nov 12: Plenary session, Anerican Society of Human Cenetics, Phil adel phia.
Testing Hardy-Winberg Equilibrium

20009:

Feb 6: Cockerham Lecture, Departnent of Statistics, NCSU
Identity by descent in pedigrees and popul ati ons

Mar 6: UW Popgen di scussi on sem nar
The 1BD process anong nul ti pl e genones; genotypic data.

May 29: Stat 111 C ass: Lectures in Applied Statistics
Estimating rel ationships fromgenetic data.

June 4: Invited talk; Jurg Ot Synposium The Rockefeller University.
The structure of genetic data for |inkage anal ysis:
From LI PED to SNPs

June 15: Contributed paper; WNAR, Portland State University.
The conditional independence structure of genetic data

Aug 17: Invited paper for 57 th. ISlI, Durban, South Africa
Inferring coancestry of genome segnents in popul ations



